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The unexpected discovery of a focus of hepatitis C virus
genotype 3 In a Syrian province
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Prevalence of mixed
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sequencing
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UK cohort of 506 i
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HCY Genotypes and Multiple Infection In NSW
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FIG 1 Distribution of HCY subtypes and multiple-infection combinations. (A) Distribution of subtypes in the primary incident HCV infection samples in the
cohort, with different subtypes represented by different colors as shown in the key. (B) A varied set of mulliple-infection combinations were observed. Each
multiple-infection combination s represented by a different color as shown in the key, with the percentage of each set asa proportion of the total also represented.
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In conclusion, the prevalence of
HCV mixed genotype infections in
Pakistan is higher than previously
reported and higher among men
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Infection with
multiple hepatitis C
virus genotypes
detected using
commercial tests
should be confirmed
using next generation
seqguencing



* HCV is a blood-borne pathog
of the disease are parente
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* There are many reasons as
transmission within a fe
machine may have a rol
duration of hemodialysis.

on dialysis should be screened for anti-HCV
e of admission to dialysis center.
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Solutions to prevent trans
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